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SEQUENCE LISTING 

<110> QIN, NING 

CODD, ELLEN E. 
FLORES , CHRISTOPHER 
ZHANG, SUI-PO 

<12 0> HUMAN CYCLOOXYGENASE-3 ENZYME AND USES THEREOF 
<130> PRD 2041 

<140> 10/783,297 
<141> 2004-02-20 

<150> 60/449,230 
<151> 2003-02-21 

<160> 27 

<170> Patentln Ver . 3.3 

<210> 1 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 1 

atgagccgtg agtgcgaccc cggt 24 



<210> 2 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 2 

ctacctggcg tgggcgcccc tgggt 25 



<210> 3 
<211> 93 
<212> DNA 

<213> Homo sapiens 
<400> 3 

tgagtgcgac cccggtgccc ggtggggaat tttcttggcc tcctggtgga gccttgaatg 60 
ccagctcagc ccctcatctc tctcctctgc agg 93 



2 



<210> 4 
<211> 31 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala Ser Trp Trp 
1 5 10 15 

Ser Leu Glu Cys Gin Leu Ser Pro Ser Ser Leu Ser Ser Ala Gly 
20 25 30 



<210> 5 

<211> 93 

<212> DNA 

<213> Homo sapiens 



<400> 5 

tgagtgcgac cccggtgccc ggtggggaat tttcttggcc tctggtggag ccttgaatgc 6 0 
caggctcagc ccctcatctc tctcctctgc agg 93 



<210> 6 
<211> 31 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala Ser Gly Gly 
15 10 15 

Ala Leu Asn Ala Arg Leu Ser Pro Ser Ser Leu Ser Ser Ala Gly 
20 25 30 



<210> 7 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 7 

tatgaacttc ctcctgagca ggaa 



<210> 8 

<211> 1893 

<212> DNA 

<213> Homo sapiens 



<400> 8 

atgagccgtg agtgcgaccc cggtgcccgg tggggaattt tcttggcctc ctggtggagc 60 

cttgaatgcc agctcagccc ctcatctctc tcctctgcag ggagtctctt gctctggttc 120 

ttgctgttcc tgctcctgct cccgccgctc cccgtcctgc tcgcggaccc aggggcgccc 180 



acgccagtga atccctgttg ttactatcca 
ggccttgacc gctaccagtg tgactgcacc 
atccctggcc tgtggacctg gctccggaat 
ttcctgctca ctcacgggcg ctggttctgg 
atgctcatgc gcctggtact cacagtgcgc 
aactcagcac atgactacat cagctgggag 
attctgccct ctgtgcctaa agattgcccc 
ttgccagatg cccagctcct ggcccgccgc 
ccccaaggca ccaacctcat gtttgccttc 
aaaacttctg gcaagatggg tcctggcttc 
ggccacattt atggagacaa tctggagcgt 
aaactcaagt accaggtgct ggatggagaa 
gtgttgatgc actacccccg aggcatcccg 
gtgtttgggc tgcttcctgg gctcatgctg 
cgtgtgtgtg acctgctgaa ggctgagcac 
acgacccgcc tcatcctcat aggggagacc 
cagctgagtg gctatttcct gcagctgaaa 
ttccaatacc gcaaccgcat tgccatggag 
atgcctgact ccttcaaggt gggctcccag 
acctccatgt tggtggacta tggggttgag 
gctggccgga tcggtggggg caggaacatg 
gtcatcaggg agtctcggga gatgcggctg 
ggcatgaaac cctacacctc cttccaggag 
ttggaggaat tgtatggaga cattgatgcg 
aagtgccatc caaactctat ctttggggag 
ctcaagggtc tcctagggaa tcccatctgt 
99 c 99 c 9 a 99 tgggctttaa cattgtcaag 
aacaccaaga cctgtcccta cgtttccttc 
cctgctgtgg agcgaccatc cacagagctc 



3 

tgccagcacc agggcatctg tgtccgcttc 240 
cgcacgggct attccggccc caactgcacc 300 
tcactgcggc ccagcccctc tttcacccac 360 
gagtttgtca atgccacctt catccgagag 420 
tccaacctta tccccagtcc ccccacctac 480 
tctttctcca acgtgagcta ttacactcgt 540 
acacccatgg gaaccaaagg gaagaagcag 600 
ttcctgctca ggaggaagtt catacctgac 660 
tttgcacaac acttcaccca ccagttcttc 720 
accaaggcct tgggccatgg ggtagacctc 780 
cagtatcaac tgcggctctt taaggatggg 840 
atgtacccgc cctcggtaga agaggcgcct 900 
ccccagagcc agatggctgt gggccaggag 960 
tatgccacgc tctggctacg tgagcacaac 1020 
cccacctggg gcgatgagca gcttttccag 1080 
atcaagattg tcatcgagga gtacgtgcag 114 0 
tttgacccag agctgctgtt cggtgtccag 1200 
ttcaaccatc tctaccactg gcaccccctc 1260 
gagtacagct acgagcagtt cttgttcaac 1320 
gccctggtgg atgccttctc tcgccagatt 1380 
gaccaccaca tcctgcatgt ggctgtggat 144 0 
cagcccttca atgagtaccg caagaggttt 1500 
ctcgtaggag agaaggagat ggcagcagag 156 0 
ttggagttct accctggact gcttcttgaa 1620 
agtatgatag agattggggc tcccttttcc 1680 
tctccggagt actggaagcc gagcacattt 174 0 
acggccacac tgaagaagct ggtctgcctc 1800 
cgtgtgccgg atgccagtca ggatgatggg 1860 
tga 1893 



<210> 9 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly He Phe Leu Ala 
1 5 10 15 

Ser Trp Trp Ser Leu Glu Cys Gin Leu Ser Pro Ser Ser Leu Ser Ser 
20 25 30 

Ala Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro 
35 40 45 

Pro Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro Thr Pro Val Asn 
50 55 60 

Pro Cys Cys Tyr Tyr Pro Cys Gin His Gin Gly He Cys Val Arg Phe 
65 ~ " 70 75 80 

Gly Leu Asp Arg Tyr Gin Cys Asp Cys Thr Arg Thr Gly Tyr Ser Gly 
85 90 95 

Pro Asn Cys Thr He Pro Gly Leu Trp Thr Trp Leu Arg Asn Ser Leu 
100 105 110 



Arg Pro Ser Pro Ser Phe Thr His Phe Leu Leu Thr His Gly Arg Trp 
115 120 125 

Phe Trp Glu Phe Val Asn Ala Thr Phe lie Arg Glu Met Leu Met Arg 
130 135 140 

Leu Val Leu Thr Val Arg Ser Asn Leu He Pro Ser Pro Pro Thr Tyr 
145 150 155 160 

Asn Ser Ala His Asp Tyr lie Ser Trp Glu Ser Phe Ser Asn Val Ser 
165 170 175 

Tyr Tyr Thr Arg He Leu Pro Ser Val Pro Lys Asp Cys Pro Thr Pro 
180 185 190 

Met Gly Thr Lys Gly Lys Lys Gin Leu Pro Asp Ala Gin Leu Leu Ala 
195 200 205 

Arg Arg Phe Leu Leu Arg Arg Lys Phe He Pro Asp Pro Gin Gly Thr 
210 215 220 

Asn Leu Met Phe Ala Phe Phe Ala Gin His Phe Thr His Gin Phe Phe 
225 230 235 240 

Lys Thr Ser Gly Lys Met Gly Pro Gly Phe Thr Lys Ala Leu Gly His 
245 250 255 

Gly Val Asp Leu Gly His He Tyr Gly Asp Asn Leu Glu Arg Gin Tyr 
260 265 270 

Gin Leu Arg Leu Phe Lys Asp Gly Lys Leu Lys Tyr Gin Val Leu Asp 
275 280 285 

Gly Glu Met Tyr Pro Pro Ser Val Glu Glu Ala Pro Val Leu Met His 
290 295 300 

Tyr Pro Arg Gly He Pro Pro Gin Ser Gin Met Ala Val Gly Gin Glu 
305 310 315 320 

Val Phe Gly Leu Leu Pro Gly Leu Met Leu Tyr Ala Thr Leu Trp Leu 
325 330 335 

Arg Glu His Asn Arg Val Cys Asp Leu Leu Lys Ala Glu His Pro Thr 
340 345 350 

Trp Gly Asp Glu Gin Leu Phe Gin Thr Thr Arg Leu He Leu He Gly 
355 360 365 

Glu Thr He Lys He Val He Glu Glu Tyr Val Gin Gin Leu Ser Gly 
370 375 380 

Tyr Phe Leu Gin Leu Lys Phe Asp Pro Glu Leu Leu Phe Gly Val Gin 
385 390 395 400 

Phe Gin Tyr Arg Asn Arg He Ala Met Glu Phe Asn His Leu Tyr His 
4 05 410 415 



Trp His Pro Leu Met Pro Asp Ser Phe Lys Val Gly Ser Gin Glu Tyr 
420 425 430 

Ser Tyr Glu Gin Phe Leu Phe Asn Thr Ser Met Leu Val Asp Tyr Gly 
435 440 445 

Val Glu Ala Leu Val Asp Ala Phe Ser Arg Gin He Ala Gly Arg He 
450 455 460 

Gly Gly Gly Arg Asn Met Asp His His He Leu His Val Ala Val Asp 
465 470 475 480 

Val He Arg Glu Ser Arg Glu Met Arg Leu Gin Pro Phe Asn Glu Tyr 
485 490 495 

Arg Lys Arg Phe Gly Met Lys Pro Tyr Thr Ser Phe Gin Glu Leu Val 
500 505 510 

Gly Glu Lys Glu Met Ala Ala Glu Leu Glu Glu Leu Tyr Gly Asp He 
515 520 525 

Asp Ala Leu Glu Phe Tyr Pro Gly Leu Leu Leu Glu Lys Cys His Pro 
530 535 540 

Asn Ser He Phe Gly Glu Ser Met He Glu He Gly Ala Pro Phe Ser 
545 550 555 560 

Leu Lys Gly Leu Leu Gly Asn Pro He Cys Ser Pro Glu Tyr Trp Lys 
565 570 575 

Pro Ser Thr Phe Gly Gly Glu Val Gly Phe Asn He Val Lys Thr Ala 
580 585 590 

Thr Leu Lys Lys Leu Val Cys Leu Asn Thr Lys Thr Cys Pro Tyr Val 
595 600 605 

Ser Phe Arg Val Pro Asp Ala Ser Gin Asp Asp Gly Pro Ala Val Glu 
610 615 620 

Arg Pro Ser Thr Glu Leu 
625 630 



<210> 10 

<211> 1860 

<212> DNA 

<213> Homo sapiens 



<400> 10 

atgagccgtg 

ttgaatgcca 

ttgctgttcc 

acgccagtga 

ggccttgacc 

atccctggcc 

ttcctgctca 

atgctcatgc 

aactcagcac 



agtgcgaccc 
ggctcagccc 
tgctcctgct 
atccctgttg 
gctaccagtg 
tgtggacctg 
ctcacgggcg 
gcctggtact 
atgactacat 



cggtgcccgg 
ctcatctctc 
cccgccgctc 
ttactatcca 
tgactgcacc 
gctccggaat 
ctggttctgg 
cacagtgcgc 
cagctgggag 



tggggaattt 
tcctctgcag 
cccgtcctgc 
tgccagcacc 
cgcacgggct 
tcactgcggc 
gagtttgtca 
tccaacctta 
tctttctcca 



tcttggcctc 
ggagtctctt 
tcgcggaccc 
agggcatctg 
attccggccc 
ccagcccctc 
atgccacctt 
tccccagtcc 
acgtgagcta 



tggtggagcc 60 
gctctggttc 120 
aggggcgccc 180 
tgtccgcttc 240 
caactgcacc 300 
tttcacccac 360 
catccgagag 420 
ccccacctac 480 
ttacactcgt 540 



attctgccct ctgtgcctaa agattgcccc acacccatgg gaaccaaagg gaagaagcag 600 
ttgccagatg cccagctcct ggcccgccgc ttcctgctca ggaggaagtt catacctgac 660 
ccccaaggca ccaacctcat gtttgccttc tttgcacaac acttcaccca ccagttcttc 720 
aaaacttctg gcaagatggg tcctggcttc accaaggcct tgggccatgg ggtagacctc 780 
ggccacattt atggagacaa tctggagcgt cagtatcaac tgcggctctt taaggatggg 84 0 
aaactcaagt accaggtgct ggatggagaa atgtacccgc cctcggtaga agaggcgcct 900 
gtgttgatgc actacccccg aggcatcccg ccccagagcc agatggctgt gggccaggag 960 
gtgtttgggc tgcttcctgg gctcatgctg tatgccacgc tctggctacg tgagcacaac 1020 
cgtgtgtgtg acctgctgaa ggctgagcac cccacctggg gcgatgagca gcttttccag 1080 
acgacccgcc tcatcctcat aggggagacc atcaagattg tcatcgagga gtacgtgcag 1140 
cagctgagtg gctatttcct gcagctgaaa tttgacccag agctgctgtt cggtgtccag 1200 
ttccaatacc gcaaccgcat tgccatggag ttcaaccatc tctaccactg gcaccccctc 1260 
atgcctgact ccttcaaggt gggctcccag gagtacagct acgagcagtt cttgttcaac 1320 
acctccatgt tggtggacta tggggttgag gccctggtgg atgccttctc tcgccagatt 1380 
gctggccgga tcggtggggg caggaacatg gaccaccaca tcctgcatgt ggctgtggat 1440 
gtcatcaggg agtctcggga gatgcggctg cagcccttca atgagtaccg caagaggttt 1500 
ggcatgaaac cctacacctc cttccaggag ctcgtaggag agaaggagat ggcagcagag 1560 
ttggaggaat tgtatggaga cattgatgcg ttggagttct accctggact gcttcttgaa 1620 
aagtgccatc caaactctat ctttggggag agtatgatag agattggggc tcccttttcc 1680 
ctcaagggtc tcctagggaa tcccatctgt tctccggagt actggaagcc gagcacattt 1740 
ggcggcgagg tgggctttaa cattgtcaag acggccacac tgaagaagct ggtctgcctc 1800 
aacaccaaga cctgtcccta cgtttccttc cgtgtgccgg atgccagtca ggatgatggg 1860 



<210> 11 
<211> 630 
<212> PRT 

<213> Homo sapiens 



<400> 11 
Met Ser Arg Glu 
1 

Ser Gly Gly Ala 
20 

Ala Gly Ser Leu 
35 

Pro Leu Pro Val 
50 

Pro Cys Cys Tyr 
65 

Gly Leu Asp Arg 



Pro Asn Cys Thr 
100 

Arg Pro Ser Pro 
115 

Phe Trp Glu Phe 
130 



Cys Asp Pro Gly 
5 

Leu Asn Ala Arg 



Leu Leu Trp Phe 
40 

Leu Leu Ala Asp 
55 

Tyr Pro Cys Gin 
70 

Tyr Gin Cys Asp 
85 

lie Pro Gly Leu 



Ser Phe Thr His 
120 

Val Asn Ala Thr 
135 



Ala Arg Trp Gly 
10 

Leu Ser Pro Ser 
25 

Leu Leu Phe Leu 



Pro Gly Ala Pro 
60 

His Gin Gly He 
75 

Cys Thr Arg Thr 
90 

Trp Thr Trp Leu 
105 

Phe Leu Leu Thr 



Phe He Arg Glu 
140 



lie Phe Leu Ala 
15 

Ser Leu Ser Ser 
30 

Leu Leu Leu Pro 
45 

Thr Pro Val Asn 



Cys Val Arg Phe 
8 0 

Gly Tyr Ser Gly 
95 

Arg Asn Ser Leu 
110 

His Gly Arg Trp 
125 

Met Leu Met Arg 



Leu Val Leu Thr Val Arg Ser Asn Leu lie Pro Ser Pro Pro Thr Tyr 
145 150 155 160 

Asn Ser Ala His Asp Tyr lie Ser Trp Glu Ser Phe Ser Asn Val Ser 
165 170 175 

Tyr Tyr Thr Arg lie Leu Pro Ser Val Pro Lys Asp Cys Pro Thr Pro 
180 185 190 

Met Gly Thr Lys Gly Lys Lys Gin Leu Pro Asp Ala Gin Leu Leu Ala 
195 200 205 

Arg Arg Phe Leu Leu Arg Arg Lys Phe lie Pro Asp Pro Gin Gly Thr 
210 215 220 

Asn Leu Met Phe Ala Phe Phe Ala Gin His Phe Thr His Gin Phe Phe 
225 230 235 240 

Lys Thr Ser Gly Lys Met Gly Pro Gly Phe Thr Lys Ala Leu Gly His 
245 250 255 

Gly Val Asp Leu Gly His lie Tyr Gly Asp Asn Leu Glu Arg Gin Tyr 
260 265 270 

Gin Leu Arg Leu Phe Lys Asp Gly Lys Leu Lys Tyr Gin Val Leu Asp 
275 280 285 

Gly Glu Met Tyr Pro Pro Ser Val Glu Glu Ala Pro Val Leu Met His 
290 295 300 

Tyr Pro Arg Gly lie Pro Pro Gin Ser Gin Met Ala Val Gly Gin Glu 
305 " 310 315 320 

Val Phe Gly Leu Leu Pro Gly Leu Met Leu Tyr Ala Thr Leu Trp Leu 
325 330 335 

Arg Glu His Asn Arg Val Cys Asp Leu Leu Lys Ala Glu His Pro Thr 
340 345 350 

Trp Gly Asp Glu Gin Leu Phe Gin Thr Thr Arg Leu lie Leu He Gly 
355 360 365 

Glu Thr He Lys He Val He Glu Glu Tyr Val Gin Gin Leu Ser Gly 
370 375 380 

Tyr Phe Leu Gin Leu Lys Phe Asp Pro Glu Leu Leu Phe Gly Val Gin 
385 390 395 400 

Phe Gin Tyr Arg Asn Arg He Ala Met Glu Phe Asn His Leu Tyr His 
405 410 415 

Trp His Pro Leu Met Pro Asp Ser Phe Lys Val Gly Ser Gin Glu Tyr 
420 425 430 



Ser Tyr Glu Gin Phe Leu Phe Asn Thr Ser Met Leu Val Asp Tyr Gly 
435 440 445 



8 

Val Glu Ala Leu Val Asp Ala Phe Ser Arg Gin lie Ala Gly Arg lie 
450 455 460 

Gly Gly Gly Arg Asn Met Asp His His lie Leu His Val Ala Val Asp 
465 470 475 480 

Val lie Arg Glu Ser Arg Glu Met Arg Leu Gin Pro Phe Asn Glu Tyr 
485 490 495 

Arg Lys Arg Phe Gly Met Lys Pro Tyr Thr Ser Phe Gin Glu Leu Val 
5 00 5 05 510 

Gly Glu Lys Glu Met Ala Ala Glu Leu Glu Glu Leu Tyr Gly Asp He 
515 520 525 

Asp Ala Leu Glu Phe Tyr Pro Gly Leu Leu Leu Glu Lys Cys His Pro 
530 535 540 

Asn Ser He Phe Gly Glu Ser Met He Glu He Gly Ala Pro Phe Ser 
545 550 555 560 

Leu Lys Gly Leu Leu Gly Asn Pro He Cys Ser Pro Glu Tyr Trp Lys 
565 570 575 

Pro Ser Thr Phe Gly Gly Glu Val Gly Phe Asn He Val Lys Thr Ala 
580 585 590 

Thr Leu Lys Lys Leu Val Cys Leu Asn Thr Lys Thr Cys Pro Tyr Val 
595 600 605 

Ser Phe Arg Val Pro Asp Ala Ser Gin Asp Asp Gly Pro Ala Val Glu 
610 615 620 

Arg Pro Ser Thr Glu Leu 
625 630 



<210> 12 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 12 

catatgagcc ggagtctctt gctctggttc 



<210> 13 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 13 

gtcgactcag agctctgtgg atggtcgctc cac 



3 



<210> 14 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 14 

tggcattcaa ggctccacca ggaggccaag aaaattcc 



<210> 15 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligopeptide 

<400> 15 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly Cys 
15 10 



<210> 16 
<211> 86 
<212> DNA 
<213> Homo 



sapiens 



<400> 16 

gagtctcttg ctctggttct tgctgttcct gctcctgctc ccgccgctcc ccgtcctgct 
cgcggaccca ggggcgccca cgccag 



<210> 17 
<211> 94 
<212> DNA 
<213> Homo 



sapiens 



<400> 17 

tgagtgcgac cccggtgccc ggtggggaat tttcttggcc tcctggtgga gccttgaatg 
ccaggctcag cccctcatct ctctcctctg cagg 



<210> 18 
<211> 192 
<212> DNA 

<213> Homo sapiens 



10 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 18 

atg age cgt gag tgc gac ccc ggt gec egg tgg gga att ttc ttg gec 48 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala 
15 10 15 

tec tgg tgg age ctt gaa tgc cag get cag ccc etc ate tct etc etc 96 
Ser Trp Trp Ser Leu Glu Cys Gin Ala Gin Pro Leu lie Ser Leu Leu 
20 25 3 0 

tgc agg gag tct ctt get ctg gtt ctt get gtt cct get cct get ccc 144 
Cys Arg Glu Ser Leu Ala Leu Val Leu Ala Val Pro Ala Pro Ala Pro 
3 5 4 0 4 5 

gee get ccc cgt cct get cgc gga ccc agg ggc gec cac gec agg tag 192 
Ala Ala Pro Arg Pro Ala Arg Gly Pro Arg Gly Ala His Ala Arg 
50 ' 55 60 



<210> 19 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala 
1 5 10 15 

Ser Trp Trp Ser Leu Glu Cys Gin Ala Gin Pro Leu lie Ser Leu Leu 
20 25 30 

Cys Arg Glu Ser Leu Ala Leu Val Leu Ala Val Pro Ala Pro Ala Pro 
3 5 4 0 4 5 

Ala Ala Pro Arg Pro Ala Arg Gly Pro Arg Gly Ala His Ala Arg 
50 55 60 



<210> 20 
<211> 62 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Ala Val Ser Ala Thr Pro Val Pro Gly Gly Glu Phe Ser Trp Pro Pro 
15 10 15 

Gly Gly Ala Leu Asn Ala Arg Leu Ser Pro Ser Ser Leu Ser Ser Ala 
20 25 30 



Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro Pro 
35 40 45 



11 

Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro Thr Pro Gly 
50 55 60 



<210> 21 
<211> 17 
<212> PRT 

<213> Homo sapiens 



<400> 21 

Val Arg Pro Arg Cys Pro Val Gly Asn Phe Leu Gly Leu Leu Val Glu 
1 ~ 5 10 15 



Pro 



<210> 22 
<211> 42 
<212> PRT 

<213> Homo sapiens 



<400> 22 

Met Pro Gly Ser Ala Pro His Leu Ser Pro Leu Gin Gly Val Ser Cys 
15 10 15 

Ser Gly Ser Cys Cys Ser Cys Ser Cys Ser Arg Arg Ser Pro Ser Cys 
2 0 25 3 0 

Ser Arg Thr Gin Gly Arg Pro Arg Gin Val 
35 40 



<210> 23 

<211> 189 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (189) 



<400> 23 

atg age cgt gag tgc gac ccc ggt 
Met Ser Arg Glu Cys Asp Pro Gly 
1 ~ 5 

tec tgg tgg age ctt gaa tgc cag 
Ser Trp Trp Ser Leu Glu Cys Gin 
20 



gec egg tgg gga att ttc ttg gec 48 
Ala Arg Trp Gly lie Phe Leu Ala 
10 15 

etc age ccc tea tct etc tec tct 96 
Leu Ser Pro Ser Ser Leu Ser Ser 
25 30 



gca ggg agt etc ttg etc tgg ttc ttg ctg ttc ctg etc ctg etc ccg 144 
Ala Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro 
35 40 45 

ccg etc ccc gtc ctg etc gcg gac cca ggg gcg ccc acg cca ggt 189 
Pro Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro Thr Pro Gly 
50 55 60 



V 



12 



<210> 24 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala 
15 10 15 

Ser Trp Trp Ser Leu Glu Cys Gin Leu Ser Pro Ser Ser Leu Ser Ser 
20 25 30 

Ala Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro 
35 40 45 

Pro Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro Thr Pro Gly 
50 55 60 



<210> 25 
<211> 180 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 25 

atg age cgt gag tgc gac ccc ggt gec egg tgg gga att ttc ttg gec 48 
Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala 
15 10 15 



tct ggt gga gec ttg aat gec agg etc age ccc tea tct etc tec tct 
Ser Gly Gly Ala Leu Asn Ala Arg Leu Ser Pro Ser Ser Leu Ser Ser 
20 25 30 



96 



gca ggg agt etc ttg etc tgg ttc ttg ctg ttc ctg etc ctg etc ccg 144 
Ala Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro 
35 40 45 



ccg etc ccc gtc ctg etc gcg gac cca ggg gcg ccc 
Pro Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro 
50 55 60 



180 



<210> 26 

<211> 60 

<212> PRT 

<213> Homo 



sapiens 



<400> 26 

Met Ser Arg Glu Cys Asp Pro Gly Ala Arg Trp Gly lie Phe Leu Ala 
15 10 15 



4 ^ * 
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Ser Gly Gly Ala Leu Asn Ala Arg Leu Ser Pro Ser Ser Leu Ser Ser 

2 0 25 3 0 

Ala Gly Ser Leu Leu Leu Trp Phe Leu Leu Phe Leu Leu Leu Leu Pro 

35 40 45 

Pro Leu Pro Val Leu Leu Ala Asp Pro Gly Ala Pro 

50 55 60 



<210> 27 
<211> 32 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Canine sequence 
<400> 27 

Glu Phe Asp Pro Glu Ala Pro Arg Asn Pro Leu Arg Leu Pro Gly Glu 
15 10 15 



Pro Arg Met Pro Gly Pro Ala Leu Thr Ser Arg Ser Ala Gly Gly Ser 
20 25 30 



